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TABLES 

Table 1. Immunohisto chemical staining of human tissues with ami-TMPRSS2 monoclonal antibody. 



Staining Intensity 



Tissue 



Predominant Staining Localization 
Cytoplasmic Luminal surface/secretion 



None 



Light 

Moderate to strong 



Kidney 

Skin 

Lung 

Liver 

Testis 

Spleen 

Fallopian tubes 
Colon cancer (1/4) 

Prostate (7/7) 
BPH (7/7) 
PIN (1/1) 
Colon (4/4) 
Pancreas (4/4) 

Prostate cancer (5/5) 
Colon cancer (3/3) 
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Table 2: Epitope mapping of anti-TMPRSS2 mAbs 

competitor mAb 



test 
mAb 

1F9-B 2.371±a012 



1F9 



2D10 



2F8 



3G3 



6B11 



8C6 



9G8 



►+0.001 0.730+O004 2.230+0037 0.359+0005 0.353+0008 2.625±Q033 2.183±0.105 
~ B 6- 



2F8-B 1390+0.015 1258+0.020 1.169+Q0Q5 0.407,+a032 1250+0009 l.242£0JQ20 0371^0005 0.611+0.039 

T3 & & ' 

8C6-B 1.512+0.004 1.899.+O013 1.434+O031 U16+O062 1.803^.0044 1.806+.OJQ56 0.161.+OJOQ5 1.473+O.OM 

ft T?- 

A decrease in signal intensity of the biounykted antibody in the presence of an 
excess of unlabelled antibody indicates that the mAbs compete for the same or 
overlapping binding sites (shown in bold). As indicated in Table 2 a decrease in signal 
intensity of biotinylated 1F9 (1F9-B) is seen in the presence of mAbs 2D 10, 3G3, and 
6B11, and itself, but not by 2F8, 8C6, and 9G8. These results indicate that mAbs 1F9, 
2D10, 3G3, 6B11 share the same (or overlapping) epitope that is distinct from those of 
2F8, 8C6, and 9G8. MAb 2F8-B is competed by itself and by mAbs 8C6 and 9G8 
indicating these mAbs share the same or overlapping epitopes. MAb 8C6-B is 
competed by itself and moderately by mAb 2F8. Taken together, these results indicate 
that the panel of anti-TMPRSS2 antibodies recognize different epitopes within the 
protease domain of TMPRSS2. 
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